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Quantile Deviations, Strain VC20235

1 1.1 T 1 T 717 T T T17T1T T T T 71T 1
4 8 121l 4 8 121 4 8 IV 4 8 12 V 4

Genome position (Mb)

1 T 17T T 1T T 1
8 12 16 X 4 8 12 16

Fraction of Variant Bases at Position, Strain VC20235
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