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Quantile Deviations, Strain VC20504
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Fraction of Variant Bases at Position, Strain VC20504
I ] [ X I XX [ ] .....“? OIS e® 0O e -“..——.O > [ ]
[ ]
HS A IS B A - I WELE R P AR AL T i ol AT ] DN
. o o . s % . ® e . e® o
° .' ' ° [ ] ' ' ° [ ]
XTI 3 .
> ﬁ ﬁ
°® .
< ’ ’
[ ] (]
o... ‘.:
0.0 .‘.
[ ] .
[ [ [ [ | [ [ [ | [ [ [ | [ [ [ [ | [ [ [ [ Ii [ [ [ [
| 4 8 121l 4 8 121l 4 8 IV 4 8 12 V 4 8 12 16 X 4 8 12 16



