Quantile deviations

Fraction of variant bases

20

10

-10

-20

1.0

02 04 06 0.8

0.0

Quantile Deviations, Strain VC40495

| 4 8 121l 4 8 121l 4 8 IV 4 8 12 V 4 8 12 16

Genome position (Mb)

Fraction of Variant Bases at Position, Strain VC40495

X 4 8 12 16

Genome position (Mb)

€W WECEEW © 00 00 © ¢ © WO We0e 00 .00 c00® ™ o o--.oo e 00 oeoo

OM’Q ,'.oo‘l- ®e %, PO, % o.‘.‘. o oo o 0.‘ * oo o. o‘s.. 2

o.o . o . .. o

'. ’ . ....' ° .‘0..:..:. ;;;. ::3..... ..‘ .‘.0.. .i { .s.OOf ‘.s. . 0.:: . .O

o ¢ ° [ ] ) [ ]
) ° ° L °

° o o .

@ o o o o L, o ° ° A
° ° %.o ..:. ".‘ . e® o % o o ° 3 o ® .o o °°, . :. ® o o
| | | | | | | | | | | | | | | | | | | | | | |i | | | |
| 4 8 121l 4 8 121l 4 8 IV 4 8 12 V 4 8 12 16 X 4 8 12 16



