Quantile deviations

Fraction of variant bases
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Quantile Deviations, Strain VC40566
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Fraction of Variant Bases at Position, Strain VC40566
..’:o. .f‘ :. . ? .o l"o ‘10 oi'." . 3 o, 5} %.o....' L 53.00. o o : :
e oth Q'o & 0 %o o 4 ‘.’ S. ., .‘00 %""' v .‘.'0
oo : o8 S .«
A A ° ] . A
b ° & L ] ’. °
o - S o, ~ ° e ey 0, oo ° $ee '3
¢ : ° °® o ° o ‘ne 030, 00.. ® * ... S % ..0. : * e ° 'o. L] o ° ¢ ’
e 0oo0° ° ‘...o“o R, o 'f:‘ PP 7 '. ". ® 0%, .'.‘ oo 0%y © ¢ G o‘
| | ] | | ] | | T | | | ] | | | | I | | | |
4 8 121l 4 8 1211l 4 8 IV 4 8 12 V 4 8 12 16 X 4 8 12 16

Genome position (Mb)



