10 20

Quantile deviations

-10

-20

Quantile Deviations, Strain VC40928

1.0

0.8

0.6

Fraction of variant bases
0.4

0.2

0.0

rr 1 1.1 1 1 1.1 T T T T T T 1 T T T T 1T T T T 1
| 4 8 121l 4 8 121 4 8 IV 4 8 12 V 4 8 12 16 X 4 8 12 16

Genome position (Mb)

Fraction of Variant Bases at Position, Strain VC40928

. X! I )] ( _»~ x ! r _ 1 x111@_ I x1 I I I I I ] @ O GEDO G OGN0 GIE I GBS GEP GO e
o O * e o o . e . : . o R
[ ]

rr 1 1.1 1 1 1.1 T T T T T T 1 T T T T 1T T T T 1
| 4 8 1211 4 8 121 4 8 IV 4 8 12 V 4 8 12 16 X 4 8 12 16

Genome position (Mb)



