Quantile deviations

Fraction of variant bases

20

10

-10

-20

1.0

02 04 06 0.8

0.0

Quantile Deviations, Strain VC40965
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Fraction of Variant Bases at Position, Strain VC40965

ane a» O ED CENED GINSINED (HO GG GNEIED GENCINIDG GI0GDENNEID GINEED © NN EENEED CENERSNIED G
e i ° ® . % °
°
LI ° o e
°
° . ° . .
°, 0 o .
St P
°
..".‘. ° ° N
° °
.‘oo‘o.’.. ° .
[ [ [ [ | [ [ [ | [ [ [ | [ [ [ [ | [ [ [ [ [ | [ [ [ [
| 4 8 121l 4 8 1211l 4 8 IV 4 8 12 V 4 8 12 16 X 4 8 12 16

Genome position (Mb)



